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Why studying TAPs?
Involved in the generation of new forms
Preferentially retained after whole genome duplications
We can control organisms if we can control gene regulatory 
networks!
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Our models
Physcomitrella patens
Selaginella moellendorfii
Volvox carterii
Populus trichocarpa
Arabidopsis thaliana
Cyanidioschyzon 
merolae
Carica papaya
Chlamydomonas 
reinhardtii
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Stramenopiles
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Golden Algae Diatoms 
Phytophthora Saprolegnia 
http://en.wikipedia.org/wiki/File:Dinobryon_sp.jpg 
framptonwiki541a.wikispaces.com 
botany.hawaii.edu 
telegraph.co.uk 
telegraph.co.uk 
telegraph.co.uk 
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Exploiting conserved 
domains for identification
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Classification of TAPs in 
Plants n  Stra e opiles
Rules for the classification of ~140 TAP families
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Tales of gain and losses in Stramenopiles
N
at
ur
e 
Pr
ec
ed
in
gs
 : 
do
i:1
0.
10
38
/n
pr
e.
20
12
.7
00
0.
1 
: P
os
te
d 
19
 M
ar
 2
01
2
010101ATCGATCG
01010101010101010
01010101010
0101010101010101001011
0101010101010101001
101100101010101
010101ATCGATCG
010101ATCGATCG
010101ATCGATCG
010101ATCGATCG
010101ATCGATCG
ISCB-LATAM 2012, Santiago, Chile
19th March, 2012
There and back again . . . TAPs in plants
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Take home messages
We have developed a tool for the automatic, rapid,
and reliable identification and classification of ~ 140 families 
of transcription regulation associated proteins.
The relative importance of TF families has
changed along the evolutionary history of plants and 
stramenopiles.
Significant size differences between families
correlate with great moments in evolution.
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Thank you for your 
attention!
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